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Appendix 3.1. Continued.

No Acc.No Altitude Origin Status No Acc.No Altitude Origin  Status

249 223589 1600 Shewa Landrace 279 226072 2370 Gonder Landrace
250 225831 2260 Gamo Gofa Landrace 280 226073 2345 Gonder Landrace
251 225831 2260 Gamo Gofa Landrace 281 226074 1905 Gonder Landrace
252 225832 2260 Gamo Gofa Landrace 282 226075 1905 Gonder Landrace
253 225833 2260 Gamo Gofa Landrace 283 226076 1820 Gonder Landrace
254 226046 1600 Welo Landrace 284 226077 1820 Gonder Landrace
255 226047 1580 Welo Landrace 285 226078 1855 Gonder Landrace
256 226048 2570 Welo Landrace 286 226079 1855 Gonder Landrace
257 226049 2485 Welo Landrace 287 226080 1760 Gonder Landrace
258 226050 2485 Welo Landrace 288 226082 1760 Gonder Landrace
259 226051 2450 Welo Landrace 289 226083 1980 Gonder Landrace
260 226052 2450 Welo Landrace 290 226085 1955 Gonder Landrace
261 226054 1500 Welo Landrace 291 226087 1660 Gojam Landrace
262 226055 1450 Welo Landrace 292 227742 1480 Welo  Landrace
263 226056 2540 Welo Landrace 293 228108 1540 Welo  Landrace
264 226057 2450 Welo Landrace 294 228109 1520 Welo  Landrace
265 226058 2400 Welo Landrace 295 228111 1500 Welo  Landrace
266 226059 2400 Welo Landrace 296 228114 1500 Welo  Landrace
267 226060 2420 Welo Landrace 297 228115 1500 Welo  Landrace
268 226061 2590 Welo Landrace 298 228116 1500 Welo  Landrace
269 226062 2535 Welo Landrace 299 228251 1550 Welo  Landrace
270 226063 2530 Welo Landrace 300 228252 1550 Welo  Landrace
301 228253 1580 Welo Landrace 331 231186 1500 Harerge Landrace
302 228254 1580 Welo Landrace 332 231187 1550 Harerge Landrace
303 228736 1500 Shewa Landrace 333 231188 1500 Harerge Landrace
304 228738 1750 Shewa Landrace 334 231189 1570 Harerge Landrace
305 228821 1690 Harerge Landrace 335 231190 1550 Harerge Landrace
306 228824 1810 Harerge Landrace 336 231191 1500 Harerge Landrace
307 228826 1480 Harerge Landrace 337 231192 1540 Harerge Landrace
308 228830 1550 Harerge Landrace 338 231193 1500 Harerge Landrace
309 228831 1550 Harerge Landrace 339 231194 1710 Harege Landrace
310 228832 1550 Harerge Landrace 340 231195 1960 Harerge Landrace
311 228833 1920 Harerge Landrace 341 231196 1650 Harege Landrace
312 228836 1690 Harerge Landrace 342 231196 1500 Harerge Landrace
313 228839 1660 Harerge Landrace 343 231197 2000 Harerge Landrace
314 228846 1550 Harerge Landrace 344 231198 2000 Harerge Landrace
315 228849 1550 Harerge Landrace 345 231199 1600 Harege Landrace
316 228850 1580 Harerge Landrace 346 231200 1720 Harege Landrace
317 228851 1400 Harerge Landrace 347 231202 1700 Harege Landrace
318 228917 1800 Illubabor  Landrace 348 231203 1700 Harege Landrace
319 228922 1800 Illubabor Landrace 349 231204 1670 Harege Landrace
320 229240 2550 Shewa Landrace 350 231206 1700 Harege Landrace
321 229839 1450 Gojam Landrace 351 231207 1700 Harege Landrace
322 230065 1300 Bale Landrace 352 231208 1550 Harerge Landrace
323 230242 1750 Eritrea Landrace 353 231209 1550 Harerge Landrace
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Appendix 3.1. Continued.

No Acc.No Altitude Origin  Status No Acc.No Altitude Origin  Status
324 230243 1750 Eritrea Landrace 354 231459 1420 Harerge Landrace
325 230780 1200 Sidamo Landrace 355 231461 1450 Harerge Landrace
326 230875 1800 Harege Landrace 356 234089 2110 Tigray  Landrace
327 231179 1600 Harege Landrace 357 234096 1550 Tigray = Landrace
328 231181 1800 Harege Landrace 358 235442 1850 Gonder Landrace
329 231182 1950 Harerge Landrace 359 235443 1850 Gonder Landrace
330 231185 2000 Harerge Landrace 360 235445 1880 Gonder Landrace
361 235447 1060 Tigray Landrace 390 235932 620 Gonder Landrace
362 235448 1600 Tigray Landrace 391 235935 620 Gonder Landrace
363 235450 1710 Tigray Landrace 392 Alemaya-70 1980 Variety Variety
364 235453 1650 Tigray Landrace 393 Bakomash 1700 Variety Variety
365 235457 1680 Tigray Landrace 394 Birmash 1650 Variety  Variety
366 235458 1740 Tigray Landrace 395 Dinkmash 1426 Variety  Variety
367 235460 1700 Tigray Landrace 396 ETS-2752 1920 Variety  Variety
368 235462 1500 Tigray Landrace 397 Gambella-1107 1500 Variety Variety
369 235465 1490 Tigray Landrace 398 76T1#23 1400 Variety Variety
370 235466 1490 Tigray Landrace 399 Seredo 1500 Variety  Variety
371 235467 1460 Tigray Landrace 400 P9401 1500 America Introduction
372 235468 1700 Tigray Landrace 401 P9408 1500 America Introduction
373 235469 1700 Tigray Landrace 402 ISCV112BF 1500 Burkina Faso Introduction
374 235469 1700 Tigray Landrace 403 94MKSb#81 1500 India Introduction
375 235477 2260 Tigray Landrace 404 94MKSb#82 1500 India Introduction
376 235478 1620 Tigray Landrace 405 KAT/369-1 1500 Kenya  Introduction
377 235908 1620 Tigray Landrace 406 KAT/369-2 1500 Kenya  Introduction
378 235910 1430 Gonder Landrace 407 1S2284 1500 Somalia Introduction
379 235913 1640 Tigray Landrace 408 IS9302 1500 South Africa Introduction
380 235914 1640 Tigray Landrace 409 IS9308 1500 South Africa Introduction
381 235920 1150 Gonder Landrace 410 CR:35:5 1500 Sudan  Introduction
382 235921 1150 Gonder Landrace 411 SRN-39 1426 Sudan  Introduction
383 235922 1000 Gonder Landrace 412 94MK#84 1500 Uganda Introduction
384 235923 950 Gonder Landrace 413 94MK#86 1500 Uganda Introduction
385 235924 910 Gonder Landrace 414 3443-2-OP 1500 Zimbabwe Introduction
386 235925 960 Gonder Landrace 415 RSAVIENT# 1500 Zimbabwe Introduction
387 235926 930 Gonder Landrace
388 235927 820 Gonder Landrace
389 235928 850 Gonder Landrace
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